zoites and 3-day cysts, and their cDNAs were made, which was followed by the differentially expressed gene (DEG) screening with 20 sets of random primers (Seegen, Seoul, Korea) . From this analysis between trophozoites and cysts, we found that approximately 16 genes were up-regulated and 10 genes were downregulated during encystation (Fig. 1) . Then, 6 genes (DEG2, 3, 9, 14, 25 and 26) showing significant up-regulation were confirmed the differential expression between cysts and trophozoites by DEG analysis again (Fig. 2) . The expression pattern of these genes may suggest roles of the gene products in the encystation of Acanthamoeba. The genes were sequenced followed by submission for blast search (Table 1) . Based on blast search results, the DEG2 protein showed 55% sequence similarity with xylose isomerase, DEG9 showed 37% similarity with Na P-type ATPase, DEG14 showed 77% similarity with subtilisin-like serine proteinase. DEG3 and DEG26 were identified as hypothetical proteins and DEG25 exhibited no significant similarity to any known protein at database.
Interestingly, DEG14 showed significant sequence similarity with subtilisin-like serine proteinase 284 Korean J. Parasitol. Vol. 45, No. 4: 283-285, December 2007 Fig. 1. Gel electrophoresis analysis with differentially expressed gene screening results (26 genes). SM; 100 bp ladder, T; trophozoite, C; 3-day cyst, black arrows; reduced genes during encystation, white arrows; increased genes during encystation. (AhSub), which was reported to be a secretory enzyme and a potential virulence factor (Hong et al., 2000) . Until now, many proteinases of Acanthamoeba, such as serine, cysteine, and metallo-proteinases, have been suggested to be involved in the pathogenesis or phagocytosis (Mitro et al., 1994; Hong et al., 2000; Kong et al., 2000; Hong et al., 2002; Kim et al., 2006; Serrano-Luna et al., 2006) . We identified full length ORF of DEG14 of A. castellanii by RACE-PCR. Based on the sequence analysis, DEG14 belonged to the serine protease family subtilisin group (data not shown). The deduced amino acid sequence of DEG14 showed 76% similarity with that of AhSub (Fig. 3) . Here, we identified 6 genes induced by encystations, while its expression in the trophozoite is very low or absent. Further studies on these genes may provide more understanding on the encystation mechanisms of Acanthamoeba. 
